The centromere position taken as reference is indicated by a c. Figure  3 shows two chromosomes in which different criteria have been used by the program for the pairing of the longest arms: a distance criterion for the chromosome on the left, a constriction criterion for the one on the right. The next two figures show correct results in spite of a highly bent chromosome ( Fig. 4) and the presence of a conspicuous spurious constriction (Fig.  5) .
Among the problems that are stillin progress, we mention a procedure to estimate the reliability of the results in terms of some indices already computed by the program and a procedure to obtain automatically the two chromatid profiles.
RESULTS
The results that we present concern the analysis of 40 The results concern a comparison between arms and centromeres given by the program and those estimated by the cytologist and assumed as reference. We have divided the errors into three categories. 
